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Abstract
The genic variability of hatchery stocks of black seabream was examined using 42 loci of biochemical markers, such as ADH, CK, EST, GPD, IDH, MDH, PGD, SDH, SP and others. The genic variability of the hatchery stocks, indicated by the proportion of polymorphic loci, number of alleles per locus, and heterozygosity, was lower than that in the natural population. A divergence in allelic frequency was observed in a few intermediate alleles, as shown by the indicators, Fst and genetic distance. Based on the magnitudes of random genetic drift in marker loci, the numbers of contributing parents in two first generation populations were estimated to be as small as 16 and 26 although the number of parents held in a hatchery tank was 102. It is proposed to increase the number of contributing parents in the program to propagate black seabream in Japan to avoid the influence of inbreeding.
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