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Lampiran 1 Lebar riap tumbuh. 

Lampiran 1Lebar riap tumbuh. 

Lokasi contoh uji 

dalam batang 
Nomor Riap Tumbuh Lebar (cm) 

Teras 

1 0.69 

2 1.43 

3 1.32 

4 2.40 

5 1.01 

6 0.85 

7 0.19 

Peralihan 
8 0.30 

9 2.48 

Gubal 

10 0.50 

11 0.45 

12 0.11 

13 0.03 

Total  11.75 

Lampiran 2 Panjang serat (µm).  

Lampiran 2Panjang serat (µm). 

No. 
Segmen dari empulur ke kulit 

1 2 3 4 5 6 7 8 9 10 11 12 

1 754.9 721.1 910.6 1214.7 1110.5 1062.8 1004.1 1078.1 1145.5 1048.2 1216.5 1132.1 

2 725.9 464.8 860.1 830.2 925.7 1205.2 1025.0 1110.2 1111.5 1241.9 1169.2 1108.2 

3 516.1 827.7 819.8 1078.8 856.4 1152.3 1019.5 1152.3 1292.0 1069.1 1058.7 1102.2 

4 601.4 735.1 859.4 964.3 1104.3 1165.0 1068.8 1112.8 1089.8 1144.1 1171.6 1245.5 

5 712.8 604.1 655.9 898.5 1230.7 999.8 1069.5 1121.9 1135.0 1040.7 1258.8 1247.7 

6 419.9 860.8 654.5 982.9 891.0 1167.2 1131.7 955.7 1112.3 1147.1 1178.6 1247.7 

7 622.7 856.4 632.6 748.4 773.8 1093.2 1161.7 1184.9 1050.6 1059.0 1365.3 1209.0 

8 544.5 858.8 801.6 860.4 1047.7 713.1 1019.3 1055.8 1045.1 1269.7 1206.9 1125.4 

9 447.4 798.8 647.2 815.3 1004.4 949.0 1040.9 1066.4 1071.9 1102.6 1221.0 1107.8 

10 618.3 821.0 610.1 899.2 765.8 982.1 1013.5 1086.1 1161.5 1072.3 1250.7 1194.5 

11 408.4 635.3 815.5 1038.0 900.5 1194.1 1134.0 1071.2 1018.5 1198.1 1246.9 1118.5 

12 418.8 794.2 833.8 982.8 964.2 1169.9 1166.1 1025.8 1127.5 1182.9 1161.2 1103.2 

13 460.0 829.4 733.8 1054.1 1000.7 1246.9 1068.8 1066.1 1243.9 1081.8 1090.4 1212.7 

14 406.3 677.0 753.8 1131.3 918.8 1064.9 1060.2 1195.8 1049.8 1127.7 1094.7 1159.5 

15 589.2 699.1 852.2 1142.0 1141.2 1114.0 1204.5 1123.2 1175.2 1243.8 1108.3 1248.1 

16 646.1 606.4 797.5 1031.8 879.6 1162.4 1067.5 1132.3 1013.0 1082.4 1165.4 1262.6 

17 645.5 641.1 827.1 657.2 1233.9 1206.2 1069.9 1192.9 1065.7 1113.0 1037.1 1143.0 

18 424.1 872.1 827.5 911.3 1245.3 1111.5 1088.4 1002.4 1136.2 1089.4 1273.0 1152.7 

19 619.5 607.1 694.3 792.3 1066.2 970.0 1063.9 1173.3 1064.0 1155.9 1116.4 1150.8 
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20 667.7 832.0 815.7 1066.1 889.3 1068.6 1155.3 1121.0 1154.4 1160.2 1125.0 1178.0 

21 533.6 794.4 975.6 878.9 1065.5 1009.7 1068.2 1126.2 1196.0 1177.8 1051.9 1042.5 

22 594.5 754.1 841.3 1100.6 1001.3 1043.8 1010.1 1143.1 1098.5 1128.5 1154.3 1294.6 

23 553.7 727.9 915.0 1058.5 939.7 1004.6 1088.4 1125.5 1106.4 1172.5 1170.5 1206.7 

24 571.5 862.3 951.3 936.0 987.4 912.8 957.2 1122.1 1266.8 1154.6 1114.3 1215.5 

25 385.6 785.6 820.6 849.6 1077.1 1031.6 976.3 1055.0 1121.9 1159.2 1298.6 1123.0 

26 712.6 750.0 825.1 1065.5 1124.2 1022.3 1011.0 1115.8 1022.6 1186.5 1198.2 1251.8 

27 752.2 577.6 715.7 913.7 926.1 1183.6 1022.3 1066.2 1101.1 1083.7 1254.9 1227.4 

28 561.1 951.5 823.8 717.6 1205.2 1052.4 1188.7 1010.1 1213.9 1207.9 1364.9 1270.0 

29 359.0 876.7 845.5 1122.7 884.9 1093.8 1192.8 1130.1 1030.6 1255.2 1120.9 1138.2 

30 428.9 937.3 918.1 1177.7 1244.0 1008.8 1165.3 1173.2 1084.1 1279.1 1187.8 1168.3 

31 735.2 790.3 870.8 1176.5 1166.5 1062.0 1016.3 1021.6 1270.6 1146.3 1285.4 1268.1 

32 634.7 840.3 781.0 836.5 1161.3 1097.1 1097.7 1038.3 1157.4 1233.9 1213.3 1313.3 

33 555.8 856.3 872.0 892.6 905.2 1187.3 1003.1 1123.6 1256.3 1290.5 1279.8 1089.7 

34 607.8 818.1 667.9 1119.8 1008.2 1072.2 1019.8 1151.4 1059.4 1274.5 1086.4 1280.4 

35 541.9 682.5 886.9 1054.3 847.3 1048.7 1040.8 1061.1 1054.4 1024.0 1224.7 1248.3 

36 600.2 687.9 919.7 950.7 1111.6 1243.0 1116.0 1018.1 1203.3 1148.9 1179.1 1142.7 

37 572.3 800.1 747.5 934.2 861.0 1074.9 1056.8 1167.4 1138.8 1104.4 1261.4 1321.9 

38 395.7 876.7 981.1 1174.5 1279.5 1160.5 1069.2 1365.3 1146.4 1161.1 1100.8 1155.2 

39 586.4 790.3 870.3 998.9 897.3 1039.6 1045.7 1062.5 1021.7 1231.8 1248.7 1184.5 

40 649.8 840.3 885.1 912.2 1238.8 1030.6 1234.2 1101.9 1166.2 1250.9 1251.8 1252.6 

41 555.0 682.5 877.0 926.0 1048.9 990.6 1014.0 1111.4 1071.2 1162.3 1348.1 1177.4 

42 586.0 687.9 896.6 913.4 966.3 1111.2 970.8 1086.9 1267.7 1267.5 1251.3 1248.0 

43 685.2 800.1 727.3 1094.1 1156.2 1195.8 1173.9 1018.2 1097.4 1292.4 1231.5 1261.2 

44 716.8 915.1 685.0 739.3 1076.0 1086.0 1140.3 1087.0 1104.4 1177.6 1142.6 1253.1 

45 642.4 734.1 806.2 1109.3 744.5 905.6 1085.6 1053.3 1106.9 1171.3 1124.2 1245.2 

46 596.6 788.5 925.6 1033.3 987.0 1057.5 1152.2 1175.4 1082.5 1191.7 1271.4 1179.8 

47 598.2 876.7 839.0 1011.2 914.1 1194.1 1137.6 1168.8 1115.3 1165.4 1302.8 1208.3 

48 576.0 1007.2 946.8 890.6 1009.6 1004.8 1216.6 1020.9 1082.6 1209.2 1181.8 1270.2 

49 541.4 1039.6 833.6 1024.3 1239.2 961.1 1134.7 1038.0 1198.7 1147.6 1141.3 1281.4 

50 620.4 843.1 638.0 780.9 944.8 1155.3 1146.7 1065.3 1104.4 1252.5 1269.9 1272.3 

Rataan 574.0 782.3 813.9 969.9 1019.4 1076.8 1083.7 1100.6 1124.2 1166.8 1196.6 1200.8 

Lampiran 3 Hasil pengujian panjang serat antar segmen 

Lampiran 3Hasil pengujian panjang serat antar segmen 

. 

ANOVA 

 Sum of Squares df Mean Square F Sig. 
Between Groups 20451791.485 11 1859253.771 200.277 .000 

Within Groups 5458656.647 588 9283.430   

Total 25910448.132 599    
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Post Hoc Tests 

Homogeneous Subsets 
 

 

 

 
 

Duncana 

Riap 

Tumbuh 
N 

Subset for alpha = 0.05 

a b c d e f g 

Segmen 1 50 574.000       

Segmen 2 50  782.346      

Segmen 3 50  813.848      

Segmen 4 50   969.860     

Segmen 5 50    1019.374    

Segmen 6 50     1076.790   

Segmen 7 50     1083.698   

Segmen 8 50     1100.638 1100.638  

Segmen 9 50      1124.218  

Segmen 10 50       1166.774 

Segmen 11 50       1196.566 

Segmen 12 50       1200.816 

Sig.  1.000 .103 1.000 1.000 .246 .222 .095 

Means for groups in homogeneous subsets are displayed. 

a. Uses Harmonic Mean Sample Size = 50 

Lampiran 4 Tebal dinding serat (µm). 

Lampiran 4Tebal dinding serat (µm). 

No. 
Segmen dari empulur ke kulit 

1 2 3 4 5 6 7 8 9 10 11 12 

1 5.01 5.01 4.74 6.97 5.01 6.81 5.09 4.84 6.25 7.30 7.30 7.21 

2 5.19 7.15 5.84 8.02 4.25 4.87 5.73 5.46 6.79 7.70 5.26 8.49 

3 5.44 4.85 4.97 7.92 5.44 6.21 4.80 5.64 7.12 5.44 5.12 8.41 

4 2.88 5.51 6.40 6.71 6.33 4.00 5.20 6.91 7.36 6.11 7.61 6.83 

5 6.46 5.35 4.69 7.00 6.26 5.37 4.40 6.37 8.16 6.40 6.09 6.00 

6 3.94 4.00 5.77 9.33 4.82 3.69 5.77 7.41 6.40 7.64 6.84 9.64 

7 4.83 5.22 6.71 9.02 7.21 6.11 6.01 6.89 5.37 4.82 7.64 9.34 

8 4.00 7.09 4.77 6.78 2.40 5.06 6.12 5.88 7.08 7.70 3.69 7.77 

9 5.37 4.08 5.88 5.12 5.91 5.09 9.48 6.69 6.12 7.60 3.94 5.62 

10 4.74 6.45 4.55 6.86 6.51 5.26 5.95 6.05 6.80 6.00 8.59 7.44 

11 5.69 6.62 5.17 6.40 6.05 3.69 9.68 8.18 5.26 7.97 10.03 7.30 

12 4.00 7.16 7.13 5.73 3.42 6.60 9.42 6.18 5.12 4.67 6.81 7.70 

13 6.60 7.36 5.89 6.62 5.22 6.99 7.30 5.36 5.69 5.73 8.99 5.44 

14 7.25 4.18 7.04 6.33 4.00 7.36 8.41 3.40 3.42 5.20 7.16 6.11 

15 5.62 3.80 4.11 6.01 5.01 5.60 5.66 5.34 4.82 5.37 9.48 6.40 
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16 5.34 6.79 6.98 5.12 6.81 4.02 7.21 5.81 6.05 7.20 8.44 7.64 

17 4.56 5.62 6.98 4.40 6.81 4.12 8.86 6.27 8.05 6.56 8.40 4.82 

18 6.00 7.64 6.10 5.57 9.51 4.95 9.37 5.79 4.82 6.45 6.45 7.70 

19 4.47 6.40 5.93 4.68 4.25 5.38 7.70 7.21 5.22 6.45 8.86 7.60 

20 6.09 7.64 5.77 5.95 6.91 6.45 8.84 4.00 6.88 6.41 8.00 6.00 

21 5.01 6.40 5.77 6.01 8.09 4.00 6.41 3.96 5.95 7.21 6.33 7.97 

22 4.25 5.73 5.84 8.59 7.64 8.41 6.45 4.82 5.69 8.49 5.22 4.67 

23 5.44 6.62 4.05 5.44 6.84 9.44 6.05 6.00 8.44 8.41 6.46 5.73 

24 6.33 6.33 4.36 2.88 7.55 6.41 6.01 4.83 8.00 6.83 9.14 5.20 

25 6.26 6.01 6.10 6.46 3.62 4.53 6.45 10.80 8.00 6.00 5.20 5.37 

26 4.82 5.12 3.91 3.94 5.73 7.94 4.00 7.64 8.84 9.64 7.70 7.20 

27 7.21 4.40 5.93 4.83 6.21 6.71 5.22 6.33 6.71 9.34 6.05 6.56 

28 2.40 5.57 6.33 4.00 7.25 7.31 7.09 6.40 6.22 7.77 4.40 6.45 

29 5.91 4.68 5.64 5.37 4.87 5.73 4.08 4.88 4.47 5.62 6.09 6.45 

30 6.51 5.95 6.13 4.74 7.44 4.02 6.45 4.67 3.39 7.44 7.21 6.41 

31 6.05 6.01 4.69 5.69 7.30 3.80 6.62 6.13 6.01 7.08 7.30 7.21 

32 3.42 7.59 5.75 4.00 7.70 5.83 7.16 8.18 6.41 7.39 7.70 8.49 

33 5.22 5.44 5.56 6.60 5.44 6.41 7.36 4.55 6.05 5.28 5.44 8.41 

34 4.00 2.88 6.59 7.25 6.11 7.00 4.18 7.03 5.95 5.91 6.11 6.83 

35 5.01 6.46 5.53 5.62 6.40 6.88 3.80 7.85 4.68 6.30 6.40 6.00 

36 6.81 3.94 5.20 5.34 7.64 5.69 6.79 6.59 9.60 7.42 7.64 9.64 

37 6.81 4.83 4.60 4.56 4.82 5.62 8.62 6.38 6.45 4.62 4.82 9.34 

38 5.01 4.00 5.08 8.00 7.70 6.56 7.64 6.98 5.20 7.10 7.70 7.77 

39 4.25 5.37 3.90 4.47 7.60 5.66 6.40 5.00 8.00 7.50 7.60 5.62 

40 6.91 4.74 5.34 6.09 6.00 8.95 7.64 10.77 8.84 6.38 6.00 7.44 

41 8.09 5.69 4.16 5.01 7.97 7.38 6.40 8.41 7.00 7.87 7.97 9.68 

42 7.64 4.00 7.27 4.25 4.67 9.64 5.73 6.81 8.01 4.39 4.67 9.42 

43 6.84 6.60 6.80 5.44 5.73 7.21 6.62 5.44 8.84 5.44 5.73 7.30 

44 7.55 5.25 5.34 6.33 5.20 7.34 6.33 8.33 9.68 5.09 5.20 8.41 

45 3.62 5.62 6.27 6.26 5.37 7.52 6.01 7.38 6.57 5.05 5.37 5.66 

46 5.73 5.34 5.36 4.82 7.20 7.69 5.12 4.87 6.58 6.79 7.20 7.21 

47 6.21 4.56 6.79 7.21 6.56 6.45 4.40 7.86 6.58 6.08 6.56 8.86 

48 7.25 8.00 5.79 2.40 6.45 6.56 5.57 6.88 6.56 6.34 6.45 9.37 

49 4.87 4.47 7.26 5.91 6.45 5.66 4.68 8.64 6.55 6.88 6.45 7.70 

50 5.44 6.09 6.30 6.51 6.41 5.22 5.95 9.37 6.51 6.98 6.41 8.84 

Rataan 5.49 5.63 5.66 5.89 6.12 6.44 6.47 6.47 6.57 6.63 6.74 7.29 

Lampiran 5 Hasil pengujian tebal dinding sel antar segmen. 

Lampiran 5Hasil pengujian tebal dinding sel antar segmen. 

ANOVA 

 Sum of Squares df Mean Square F Sig. 
Between Groups 157.066 11 14.279 7.661 .000 
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Within Groups 1095.967 588 1.864   

Total 1253.033 599    

Post Hoc Tests 
Homogeneous Subsets 

 

 

 

  

Duncana 

Riap 

Tumbuh 
N 

Subset for alpha = 0.05 

1 2 3 4 5 6 

Segmen 1 50 5.487      

Segmen 2 50 5.632 5.632     

Segmen 3 50 5.661 5.661     

Segmen 4 50 5.891 5.891 5.891    

Segmen 5 50  6.104 6.104 6.104   

Segmen 6 50  6.122 6.122 6.122   

Segmen 7 50   6.445 6.445 6.445  

Segmen 8 50   6.469 6.469 6.469  

Segmen 9 50    6.571 6.571  

Segmen 10 50    6.627 6.627  

Segmen 11 50     6.744  

Segmen 12 50      7.293 

Sig.  .181 .112 .058 .095 .338 1.000 

Means for groups in homogeneous subsets are displayed. 

a. Uses Harmonic Mean Sample Size = 50 

Lampiran 6 Microfibril-angel (⁰) jati klon solomon antar segmen. 

Lampiran 6Microfibril-angel (⁰) jati klon solomon antar segmen. 

No. 
Segmen dari empulur ke kulit 

1 2 3 4 5 6 7 8 9 10 11 12 

1 42.8 36.1 32.2 37.2 27.6 28.0 27.5 25.6 31.2 34.9 25.3 31.4 

2 36.5 37.2 24.1 31.0 38.0 29.1 27.6 27.7 33.5 22.6 16.0 32.3 

3 20.2 37.2 32.6 34.9 32.5 32.0 37.9 30.6 33.6 20.5 26.6 29.9 

4 25.8 36.1 35.8 29.9 38.0 31.9 40.2 32.8 27.6 32.0 36.7 31.5 

5 22.6 45.0 37.0 30.5 35.0 31.3 38.3 31.7 31.8 33.1 32.5 28.3 

6 20.7 46.3 39.1 31.7 33.2 26.5 31.8 34.7 36.6 34.6 25.3 33.9 

7 23.9 34.9 38.9 32.8 33.3 29.2 39.3 32.2 35.8 24.9 27.9 29.9 

8 27.2 37.5 38.0 36.1 34.0 31.5 35.1 36.6 31.0 30.0 31.8 32.8 

9 28.9 22.6 30.2 37.2 32.0 31.1 32.2 21.1 33.9 39.3 26.7 22.5 

10 48.0 23.8 35.8 35.0 25.5 32.1 30.6 29.4 22.8 33.6 24.6 18.6 

11 44.2 23.3 38.9 34.9 25.3 36.1 31.7 34.4 27.8 32.1 33.1 32.0 

12 47.9 37.2 20.7 22.9 37.2 36.9 32.5 34.6 28.3 22.0 26.7 35.5 
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13 33.7 40.9 23.9 24.5 32.9 36.9 38.5 31.2 28.7 26.4 23.3 25.8 

14 48.5 46.4 27.2 24.7 26.6 33.4 35.9 35.5 28.3 23.7 31.6 33.4 

15 30.2 37.5 28.9 33.8 28.0 34.0 33.1 41.7 33.9 26.0 26.5 34.9 

16 36.0 41.5 51.6 36.1 26.7 31.0 30.1 39.0 36.4 21.7 30.8 31.7 

17 43.6 35.7 36.0 35.0 32.0 35.5 35.9 27.7 33.2 33.0 28.9 27.8 

18 37.0 39.6 39.4 36.3 25.8 33.0 48.2 29.1 34.4 38.3 19.6 32.7 

19 39.1 23.8 41.5 29.8 24.2 31.0 43.6 27.5 35.8 28.8 20.3 39.9 

20 38.9 23.3 36.0 28.1 29.7 45.0 46.7 39.8 33.5 37.2 33.7 34.0 

21 38.0 25.5 39.9 22.6 30.1 37.2 44.0 37.0 38.1 19.4 25.6 37.4 

22 40.5 24.5 38.9 21.1 37.8 42.4 43.9 23.3 37.9 33.3 26.3 35.9 

23 23.4 12.3 30.2 25.6 32.2 28.6 17.7 34.3 33.2 21.1 30.5 30.7 

24 42.4 13.9 29.3 37.2 36.7 34.9 20.2 35.3 36.6 31.7 39.2 28.2 

25 30.9 47.8 46.0 40.9 34.0 34.3 36.7 25.4 30.2 38.8 37.3 31.2 

26 36.9 38.2 31.1 46.4 48.7 30.1 30.7 31.9 29.7 31.6 28.6 32.1 

27 34.8 24.5 39.0 37.5 48.6 36.1 31.1 37.6 28.3 33.6 29.9 31.8 

28 32.2 42.3 40.1 37.2 41.3 37.8 34.3 32.8 34.6 33.7 27.1 34.8 

29 30.2 37.2 31.4 31.0 42.4 35.0 32.7 39.9 39.2 30.5 35.9 28.0 

30 30.7 41.0 28.7 34.9 28.4 38.4 34.8 37.7 38.1 26.3 27.5 30.0 

31 31.1 34.9 28.3 29.9 27.2 42.5 33.6 30.0 14.4 28.5 26.3 29.3 

32 40.7 38.2 32.9 40.5 31.2 42.7 33.1 32.8 30.8 18.4 37.7 35.7 

33 40.4 24.5 32.2 44.7 33.2 37.0 37.4 39.1 26.5 22.4 37.0 23.6 

34 28.0 44.7 24.1 33.8 38.3 34.7 33.2 43.2 21.0 28.4 28.9 18.9 

35 47.6 34.9 22.6 36.1 37.0 31.1 28.0 41.9 27.9 33.1 36.0 24.3 

36 48.9 36.1 42.8 45.0 31.9 37.3 34.4 41.5 22.7 26.1 34.9 21.8 

37 32.2 39.6 36.5 36.3 30.3 45.0 48.5 36.7 33.6 34.1 26.0 16.1 

38 24.1 44.7 42.1 29.8 39.6 29.9 32.9 37.3 24.9 38.8 26.8 23.1 

39 22.6 37.2 35.8 28.1 42.4 28.4 34.5 28.7 22.8 39.7 21.0 18.9 

40 35.8 40.9 37.0 22.6 49.8 30.3 21.7 41.8 36.2 22.4 34.8 11.5 

41 37.0 46.4 39.1 33.1 35.7 26.1 31.1 32.7 33.1 36.7 20.3 9.6 

42 39.1 37.5 38.9 38.6 28.7 33.8 29.9 32.0 36.5 28.7 28.8 13.2 

43 45.5 37.2 38.0 37.2 27.7 37.6 33.1 31.7 37.0 36.7 33.4 13.9 

44 40.1 34.9 34.4 40.9 25.0 27.6 32.7 31.0 24.7 17.8 31.1 34.1 

45 32.7 22.6 31.4 36.4 39.1 29.8 25.2 22.3 35.3 27.6 28.4 29.6 

46 23.5 36.1 30.2 37.5 31.1 35.3 35.5 35.3 32.5 25.9 38.0 29.4 

47 39.1 37.2 29.3 37.2 38.6 34.0 31.7 31.4 20.9 33.9 19.1 31.4 

48 38.9 37.2 46.0 31.0 35.7 35.0 25.5 29.6 38.6 18.3 23.2 25.9 

49 36.6 34.9 31.1 34.9 36.7 29.7 20.0 25.5 34.2 26.6 22.7 36.9 

50 37.4 37.2 39.0 39.9 32.4 28.5 28.7 27.8 33.1 33.6 27.5 31.4 

Rataan 35.1 35.0 34.7 33.8 33.8 33.7 33.5 33.0 31.4 29.5 28.8 28.4 
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Lampiran 7 Hasil pengujian microfibril angle (MFA) jati klon solomon antar 

segmen. 

Lampiran 7Hasil pengujian microfibril angle (MFA) jati klon solomon antar 

segmen. 

ANOVA 

 Sum of Squares df Mean Square F Sig. 
Between Groups 3288.853 11 298.987 7.320 .000 

Within Groups 24015.527 588 40.843   

Total 27304.380 599    

Post Hoc Tests 

Homogeneous Subsets 
 

 

 

 
 

Duncana 

Riap Tumbuh N 
Subset for alpha = 0.05 

d c b a 
Segmen 12 50 28.350    

Segmen 11 50 28.754    

Segmen 10 50 29.448 29.448   

Segmen 9 50  31.414 31.414  

Segmen 8 50   33.008 33.008 

Segmen 7 50   33.470 33.470 

Segmen 6 50   33.732 33.732 

Segmen 5 50   33.786 33.786 

Segmen 4 50   33.806 33.806 

Segmen 3 50    34.682 

Segmen 2 50    35.000 

Segmen 1 50    35.140 

Sig.  .422 .125 .103 .161 

Means for groups in homogeneous subsets are displayed. 

a. Uses Harmonic Mean Sample Size = 50 

 

 

 

 

 

 

 
 

 

  




