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Lampiran 1 Lebar riap tumbuh.
LLampiran 1Lebar riap tumbuh.

Lokasi contoh uji

. dalam batang Nomor Riap Tumbuh Lebar (cm)
b O % 1 0.69
2 1.43
3 1.32
Teras 4 2.40
5 1.01
6 0.85
7 0.19
. 8 0.30
Peralihan 9 5 48
10 0.50
11 0.45
Gubal 12 0.11
13 0.03
Total 11.75
Lampiran 2 Panjang serat (um).
Lampiran 2Panjang serat (um).
No. Segmen dari empulur ke kulit
1 2 3 4 5 6 7 8 9 10 11 12
1 754.9 7211 910.6 12147 11105 1062.8 1004.1 1078.1 11455 1048.2 12165 1132.1
2 7259 464.8 860.1 830.2 9257 12052 10250 1110.2 11115 12419 1169.2 1108.2
3 516.1 827.7 819.8 10788 856.4 11523 1019.5 11523 12920 1069.1 1058.7 1102.2
4 601.4 7351 859.4 9643 11043 11650 1068.8 1112.8 1089.8 11441 1171.6 12455
5 712.8 6041 6559 898.5 1230.7 999.8 1069.5 11219 11350 1040.7 1258.8 1247.7
6 4199 860.8 6545 9829 8910 1167.2 11317 9557 11123 1147.1 1178.6 1247.7
7 622.7 856.4 632.6 748.4 773.8 1093.2 1161.7 11849 1050.6 1059.0 1365.3 1209.0
8 5445 858.8 801.6 860.4 1047.7 713.1 1019.3 10558 1045.1 1269.7 1206.9 1125.4
9 4474 7988 6472 8153 10044 949.0 10409 1066.4 1071.9 1102.6 1221.0 1107.8
.10 6183 8210 610.1 899.2 7658 9821 10135 1086.1 11615 1072.3 1250.7 11945
~ 11 4084 6353 8155 10380 9005 11941 1134.0 10712 10185 1198.1 12469 11185
, 12 4188 7942 8338 9828 9642 1169.9 1166.1 10258 1127.5 11829 11612 1103.2
o 13 460.0 829.4 7338 1054.1 10007 12469 1068.8 1066.1 12439 10818 10904 1212.7
© 14 4063 677.0 7538 11313 9188 10649 1060.2 11958 1049.8 1127.7 10947 1159.5
15  589.2 699.1 8522 11420 1141.2 11140 12045 11232 11752 12438 1108.3 1248.1
© 16 6461 6064 797.5 10318 879.6 11624 1067.5 1132.3 10130 10824 11654 1262.6
17 6455 6411 8271 6572 12339 1206.2 1069.9 11929 10657 1113.0 1037.1 1143.0
18 4241 8721 8275 9113 12453 11115 1088.4 10024 1136.2 1089.4 1273.0 1152.7
19 6195 607.1 6943 7923 1066.2 970.0 1063.9 1173.3 1064.0 11559 1116.4 1150.8
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20 667.7 832.0 8157 1066.1 889.3 1068.6 11553 1121.0 11544 1160.2 1125.0 1178.0
21 533.6 7944 9756 8789 10655 1009.7 1068.2 1126.2 1196.0 1177.8 1051.9 10425
22 5945 754.1 8413 1100.6 1001.3 1043.8 1010.1 11431 1098.5 11285 1154.3 1294.6
23 553.7 7279 9150 1058.5 939.7 1004.6 1088.4 11255 1106.4 11725 1170.5 1206.7
24 5715 8623 9513 936.0 9874 9128 957.2 11221 1266.8 1154.6 11143 12155
25 385.6 7856 8206 849.6 1077.1 1031.6 9763 1055.0 11219 1159.2 1298.6 1123.0
26 7126 750.0 825.1 10655 11242 1022.3 1011.0 11158 1022.6 1186.5 1198.2 1251.8
27 7522 577.6 7157 9137 9261 1183.6 1022.3 1066.2 1101.1 1083.7 1254.9 1227.4
28 561.1 9515 8238 717.6 12052 1052.4 1188.7 1010.1 1213.9 1207.9 1364.9 1270.0
29 359.0 876.7 8455 1122.7 8849 1093.8 1192.8 1130.1 1030.6 1255.2 1120.9 1138.2
30 4289 9373 918.1 1177.7 12440 1008.8 11653 1173.2 1084.1 1279.1 1187.8 1168.3
31 7352 790.3 870.8 1176.5 1166.5 1062.0 1016.3 1021.6 1270.6 1146.3 12854 1268.1
32 634.7 840.3 7810 836.5 1161.3 1097.1 1097.7 1038.3 1157.4 12339 1213.3 13133
33 555.8 856.3 8720 892.6 9052 1187.3 1003.1 1123.6 1256.3 1290.5 1279.8 1089.7
34 607.8 818.1 6679 1119.8 1008.2 1072.2 1019.8 11514 1059.4 12745 1086.4 1280.4
85 5419 6825 8869 1054.3 847.3 1048.7 1040.8 1061.1 1054.4 1024.0 1224.7 1248.3
36 600.2 6879 919.7 950.7 11116 1243.0 1116.0 1018.1 1203.3 1148.9 1179.1 11427
37 572.3 800.1 7475 9342 861.0 10749 1056.8 1167.4 1138.8 1104.4 12614 1321.9
38 395.7 876.7 9811 11745 1279.5 1160.5 1069.2 1365.3 1146.4 1161.1 1100.8 1155.2
89 586.4 790.3 870.3 998.9 897.3 1039.6 1045.7 10625 1021.7 1231.8 1248.7 11845
40 649.8 840.3 8851 9122 1238.8 1030.6 1234.2 11019 1166.2 1250.9 1251.8 1252.6
41 555.0 6825 877.0 926.0 10489 990.6 1014.0 11114 1071.2 1162.3 1348.1 1177.4
42 586.0 6879 896.6 9134 966.3 1111.2 970.8 1086.9 1267.7 1267.5 1251.3 1248.0
43 685.2 800.1 7273 1094.1 1156.2 11958 11739 1018.2 1097.4 12924 12315 1261.2
44 716.8 9151 6850 7393 1076.0 1086.0 1140.3 1087.0 1104.4 1177.6 11426 12531
45 6424 7341 806.2 1109.3 7445 9056 1085.6 1053.3 1106.9 1171.3 11242 12452
46 596.6 7885 9256 1033.3 987.0 1057.5 1152.2 11754 10825 1191.7 12714 1179.8
47 598.2 876.7 839.0 10112 9141 11941 11376 1168.8 11153 1165.4 1302.8 1208.3
48 576.0 1007.2 946.8 890.6 1009.6 1004.8 1216.6 1020.9 1082.6 1209.2 1181.8 1270.2
49 5414 1039.6 833.6 10243 1239.2 961.1 11347 1038.0 1198.7 1147.6 1141.3 1281.4
50 620.4 843.1 638.0 7809 9448 11553 1146.7 1065.3 1104.4 12525 1269.9 12723

Rataan 574.0 782.3 813.9 969.9 1019.4 1076.8 1083.7 1100.6 11242 1166.8 1196.6 1200.8

Lampiran 3 Hasil pengujian panjang serat antar segmen
Lampiran 3Hasil pengujian panjang serat antar segmen

ANOVA
I sunofSquares  df Mean Square F Sig.
Between Groups 20451791.485 11 1859253.771 200.277 .000
Within Groups 5458656.647 588 9283.430

Total 25910448.132 599
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Post Hoc Tests
Homogeneous Subsets

Duncan®

= Riap N Subset for alpha = 0.05

Tumbuh a b c d e f g
Segmen 1 50  574.000
Segren 2 50 782.346
Sedinen 3 50 813.848
Segimen 4 50 969.860
Segmen 5 50 1019.374
Segmen 6 50 1076.790
Segmen 7 50 1083.698
Segmen 8 50 1100.638 1100.638
Segmen 9 50 1124.218
Segmen 10 50 1166.774
Segmen 11 50 1196.566
Segmen 12 50 1200.816
Sig. 1.000 103 1.000 1.000 246 222 .095

Means for groups in homogeneous subsets are displayed.
a. Uses Harmonic Mean Sample Size = 50

Lampiran 4 Tebal dinding serat (um).
Lampiran 4Tebal dinding serat (um).

Segmen dari empulur ke kulit

=z
o

1 2 3 4 5 6 7 8 9 10 11 12

z 1 5.01 501 474 6.97 5.01 6.81 5.09 4.84 6.25 7.30 7.30 7.21
; 2 519 715 584 802 4.25 4.87 5.73 5.46 6.79 7.70 5.26 8.49
3 3 5.44 485 497  7.92 5.44 6.21 4.80 5.64 7.12 5.44 5.12 8.41
% 4 288 551 640 6.71 6.33 4.00 5.20 6.91 7.36 6.11 7.61 6.83
; 5 6.46 535 4.69 7.00 6.26 5.37 4.40 6.37 8.16 6.40 6.09 6.00
i 6 394 400 577 933 4.82 3.69 5.77 7.41 6.40 7.64 6.84 9.64
” 7 483 522 671 9.02 7.21 6.11 6.01 6.89 5.37 4.82 7.64 9.34
‘z 8 400 709 477 6.78 2.40 5.06 6.12 5.88 7.08 7.70 3.69 7.77
Lf 9 537 408 588 5.12 591 5.09 9.48 6.69 6.12 7.60 3.94 5.62
j 10 474 645 455 6.86 6.51 5.26 5.95 6.05 6.80 6.00 8.59 7.44
= 11 569 6.62 517 6.40 6.05 3.69 9.68 8.18 5.26 797 1003 7.30
% 12 400 716 713 573 3.42 6.60 9.42 6.18 5.12 4.67 6.81 7.70
) 13 6.60 7.36 589 6.62 5.22 6.99 7.30 5.36 5.69 5.73 8.99 5.44

14 725 418 7.04 6.33 4.00 7.36 8.41 3.40 3.42 5.20 7.16 6.11

562 380 411 6.01 5.01 5.60 5.66 5.34 4.82 5.37 9.48 6.40

[N
o1



25

16 534 679 698 512 6.81 4.02 7.21 5.81 6.05 7.20 8.44 7.64
17 456 562 698 440 6.81 412 8.86 6.27 8.05 6.56 8.40 4.82
18 6.00 7.64 610 557 9.51 4.95 9.37 5.79 4.82 6.45 6.45 7.70
19 447 640 593 468 4.25 5.38 7.70 7.21 5.22 6.45 8.86 7.60
20 6.09 764 577 595 6.91 6.45 8.84 4.00 6.88 6.41 8.00 6.00
21 501 640 577 6.01 8.09 4.00 6.41 3.96 5.95 7.21 6.33 7.97
22 425 573 584 859 7.64 8.41 6.45 4.82 5.69 8.49 5.22 4.67
23 544 6.62 405 544 6.84 9.44 6.05 6.00 8.44 8.41 6.46 5.73
24 633 633 436 288 7.55 6.41 6.01 4.83 8.00 6.83 9.14 5.20
29 6.26 6.01 610 6.46 3.62 4.53 6.45 10.80 8.00 6.00 5.20 5.37
26 482 512 391 394 5.73 7.94 4.00 7.64 8.84 9.64 7.70 7.20
21 721 440 593  4.83 6.21 6.71 5.22 6.33 6.71 9.34 6.05 6.56
28 240 557 633 4.00 7.25 7.31 7.09 6.40 6.22 7.77 4.40 6.45
29 591 468 564 537 4.87 5.73 4.08 4.88 4.47 5.62 6.09 6.45
30 6.51 595 613 474 7.44 4.02 6.45 4.67 3.39 7.44 7.21 6.41
31 6.05 6.01 469 569 7.30 3.80 6.62 6.13 6.01 7.08 7.30 7.21
32 342 759 575 4.00 7.70 5.83 7.16 8.18 6.41 7.39 7.70 8.49
33 522 544 556  6.60 5.44 6.41 7.36 4.55 6.05 5.28 5.44 8.41
34 400 288 659 725 6.11 7.00 4.18 7.03 5.95 5.91 6.11 6.83
85 501 646 553 562 6.40 6.88 3.80 7.85 4.68 6.30 6.40 6.00
36 6.81 394 520 534 7.64 5.69 6.79 6.59 9.60 7.42 7.64 9.64
&Jr/ 6.81 483 460 456 4.82 5.62 8.62 6.38 6.45 4.62 4.82 9.34
38 501 400 508 8.00 7.70 6.56 7.64 6.98 5.20 7.10 7.70 7.77
39 425 537 390 447 7.60 5.66 6.40 5.00 8.00 7.50 7.60 5.62
40 691 474 534 6.09 6.00 8.95 764 1077 884 6.38 6.00 7.44
41 809 569 416 501 7.97 7.38 6.40 8.41 7.00 7.87 7.97 9.68
42 764 400 727 425 4.67 9.64 5.73 6.81 8.01 4.39 4.67 9.42
43 6.84 660 6.80 544 5.73 7.21 6.62 5.44 8.84 5.44 5.73 7.30
44 755 525 534 6.33 5.20 7.34 6.33 8.33 9.68 5.09 5.20 8.41
45 3.62 562 6.27 6.26 5.37 7.52 6.01 7.38 6.57 5.05 5.37 5.66
46 573 534 536 482 7.20 7.69 5.12 4.87 6.58 6.79 7.20 7.21
47 6.21 45 679 7.21 6.56 6.45 4.40 7.86 6.58 6.08 6.56 8.86
48 725 800 579 240 6.45 6.56 5.57 6.88 6.56 6.34 6.45 9.37
49 487 447 726 5091 6.45 5.66 4.68 8.64 6.55 6.88 6.45 7.70
50 544 6.09 630 651 6.41 5.22 5.95 9.37 6.51 6.98 6.41 8.84

Rataan  5.49 563 566 5.89 6.12 6.44 6.47 6.47 6.57 6.63 6.74 7.29

Lampiran 5 Hasil pengujian tebal dinding sel antar segmen.
Lampiran 5Hasil pengujian tebal dinding sel antar segmen.

ANOVA

I sunofSquares  df Mean Square F Sig.

Between Groups 157.066 11 14.279 7.661 .000
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Within Groups 1095.967 588 1.864
Total 1253.033 599

Post Hoc Tests
Homogeneous Subsets

- Duncan®

“Riap N Subset for alpha = 0.05

Fumbuh 1 2 3 4 5 6
Seginen 1 50 5.487
Segmen 2 50 5.632 5.632
Segmen 3 50 5661  5.661
Segmen 4 50 5.891 5.891 5.891
Segmen 5 50 6.104 6.104 6.104
Segmen 6 50 6.122 6.122 6.122
Segmen 7 50 6.445 6.445 6.445
Segmen 8 50 6.469 6.469 6.469
Segmen 9 50 6.571 6.571
Segmen 10 50 6.627 6.627
Segmen 11 50 6.744
Segmen 12 50 7.293
Sig. 181 112 .058 .095 .338 1.000

Means for groups in homogeneous subsets are displayed.
a. Uses Harmonic Mean Sample Size = 50

d

Lampiran 6 Microfibril-angel (°) jati klon solomon antar segmen.

Lampiran 6Microfibril-angel (°) jati klon solomon antar segmen.

Segmen dari empulur ke kulit

Alsianiungd| uizi eduey undede ynjuaq wejep iul sijn} eAse

5 No.
1 2 3 4 5 6 7 8 9 10 11 12
f: 1 428 361 322 372 276 280 275 256 312 349 253 314
- 2 3.5 372 241 310 380 291 276 277 335 226 160  32.3
= 3 202 372 326 349 325 320 379 306 336 205 266 299
2 4 258 361 358 299 380 319 402 328 276 320 367 315
& 5 226 450 370 305 350 313 383 317 318 331 325 283
f“ 6 207 463 391 317 332 265 318 347 366 346 253 339
5 7 239 349 389 328 333 292 393 322 358 249 279 299
3 g 272 375 380 361 340 315 351 366 310 300 318 328
S @ 28.9 226 302 372 320 311 322 211 339 393 267 225
© 10 480 238 358 350 255 321 306 294 228 336 246 186
11 442 233 389 349 253 361 317 344 278 321 331 320

[N
N

479 312 207 229 37.2 36.9 32.5 34.6 28.3 22.0 26.7 35.5
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13 33.7 409 239 245 32.9 36.9 38.5 31.2 28.7 26.4 23.3 25.8
14 485 464 272 247 26.6 33.4 35.9 355 28.3 23.7 31.6 33.4
85 302 375 289 338 28.0 34.0 33.1 41.7 33.9 26.0 26.5 34.9
16 36.0 415 516 361 26.7 31.0 30.1 39.0 36.4 21.7 30.8 31.7
17 436 357 360 350 32.0 355 35.9 21.7 33.2 33.0 28.9 27.8
18 370 396 394 363 258 33.0 48.2 29.1 34.4 38.3 19.6 32.7
19 39.1 238 415 298 242 31.0 43.6 275 35.8 28.8 20.3 39.9
20 389 233 360 281 29.7 45.0 46.7 39.8 335 37.2 33.7 34.0
vl 380 255 399 226 30.1 37.2 44.0 37.0 38.1 19.4 25.6 37.4
22 405 245 389 211 37.8 42.4 43.9 23.3 37.9 33.3 26.3 35.9
23 234 123 302 256 32.2 28.6 17.7 34.3 33.2 211 30.5 30.7
24 424 139 293 372 36.7 34.9 20.2 35.3 36.6 31.7 39.2 28.2
29 309 478 46.0 409 34.0 34.3 36.7 254 30.2 38.8 37.3 31.2
26 369 382 311 464 48.7 30.1 30.7 31.9 29.7 31.6 28.6 321
27 348 245 390 375 48.6 36.1 31.1 37.6 28.3 33.6 29.9 31.8
28 322 423 401 372 41.3 37.8 34.3 32.8 34.6 33.7 27.1 34.8
29 302 372 314 310 42.4 35.0 32.7 39.9 39.2 30.5 35.9 28.0
30 30.7 410 287 349 28.4 38.4 34.8 37.7 38.1 26.3 27.5 30.0
31 311 349 283 299 27.2 42,5 33.6 30.0 14.4 285 26.3 29.3
32 40.7 382 329 405 31.2 42.7 33.1 32.8 30.8 18.4 37.7 35.7
33 404 245 322 447 33.2 37.0 37.4 39.1 26.5 22.4 37.0 23.6
34 280 447 241 338 38.3 34.7 33.2 43.2 21.0 28.4 28.9 18.9
35 476 349 226 36.1 37.0 311 28.0 41.9 27.9 33.1 36.0 24.3
36 489 36.1 428 450 31.9 37.3 34.4 415 22.7 26.1 34.9 21.8
31 322 396 365 363 30.3 45.0 48.5 36.7 33.6 34.1 26.0 16.1
38 241 447 421 298 39.6 29.9 32.9 37.3 24.9 38.8 26.8 23.1
39 226 372 358 281 424 28.4 34.5 28.7 22.8 39.7 21.0 18.9
40 358 409 370 226 49.8 30.3 21.7 41.8 36.2 22.4 34.8 11.5
41 370 464 391 331 35.7 26.1 311 32.7 33.1 36.7 20.3 9.6
42 39.1 375 389 386 28.7 33.8 29.9 32.0 36.5 28.7 28.8 13.2
43 455 372 380 372 271.7 37.6 33.1 31.7 37.0 36.7 33.4 13.9
44 40.1 349 344 409 25.0 27.6 32.7 31.0 24.7 17.8 31.1 34.1
45 327 226 314 364 39.1 29.8 25.2 22.3 35.3 27.6 28.4 29.6
46 235 361 302 375 311 35.3 35.5 35.3 32.5 25.9 38.0 29.4
47 39.1 372 293 372 38.6 34.0 31.7 314 20.9 33.9 19.1 314
48 389 372 460 310 35.7 35.0 25.5 29.6 38.6 18.3 23.2 25.9
49 36.6 349 311 349 36.7 29.7 20.0 25.5 34.2 26.6 22.7 36.9
50 3r4 372 390 399 32.4 28.5 28.7 27.8 33.1 33.6 27.5 314
Rataan 351 35.0 347 338 33.8 33.7 33.5 33.0 31.4 29.5 28.8 28.4
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Lampiran 7 Hasil pengujian microfibril angle (MFA) jati klon solomon antar

segmen.
kampiran 7Hasil pengujian microfibril angle (MFA) jati klon solomon antar
segmen.

' ANOVA
S sumof Squares  df  Mean Square F Sig.

Between Groups 3288.853 11 298.987 7.320 .000

Within Groups 24015.527 588 40.843

Total 27304.380 599
20st Hoc Tests
Flomogeneous Subsets

Duncan?
Riap Tumbuh N Subset for alpha = 0.05
d C b a

Segmen 12 50 28.350
Segmen 11 50 28.754
Segmen 10 50 29.448 29.448
Segmen 9 50 31.414 31.414
Segmen 8 50 33.008 33.008
Segmen 7 50 33.470 33.470
Segmen 6 50 33.732 33.732
Segmen 5 50 33.786 33.786
Segmen 4 50 33.806 33.806
Segmen 3 50 34.682
Segmen 2 50 35.000
Segmen 1 50 35.140
Sig. 422 125 .103 161

3 Means for groups in homogeneous subsets are displayed.
= B a. Uses Harmonic Mean Sample Size = 50






