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ABSTRAK 

SISKA FITRIANI. Seleksi sengon (Falcataria falcata) Tahan Hama Boktor Berdasarkan 

Elevasi di Jawa Tengah Menggunakan Marka Single Nucleotide Polymorphisms. 

Dibimbing oleh NOOR FARIKHAH HANEDA, ADITYA NUGROHO. 

Sengon (Falcataria falcata) merupakan salah satu jenis tanaman cepat tumbuh yang memiliki nilai 

ekologi dan ekonomi yang tinggi. Namun, produktivitas dan ketersediannya mulai menurun akibat serangan 

hama, khususnya larva boktor. Penelitian ini bertujuan mengetahui pengaruh perbedaan elevasi terhadap 

intensitas serangan hama boktor pada tanaman sengon di Jawa Tengah, menganalisis asosiasi antara marka 

SNPs dengan aksesi DNA sengon yang resistan dan rentan terhadap hama boktor. Sampel diambil oleh tim 

penelitian di BKPH Kebon, KPH Mantingan, Kabupaten Rembang dan Hutan Rakyat Kelurahan Noborejo, 

Kota Salatiga. Sampel yang diuji berjumlah 100 dengan rincian 25 pasang tanaman rentan dan resistan di 

setiap lokasi. Pengujian sampel dilakukan menggunakan primer AAI_1, AAI_2, TI_1, TI_2 dengan metode 

High Resolution Melting (HRM). Hasil menunjukkan bahwa intensitas serangan pada kedua lokasi relatif 

serupa, yaitu 38% di Rembang dan 39,2% di Salatiga. Hasil uji Mann-Whitney menunjukkan bahwa elevasi 

tidak berpengaruh signifikan terhadap intensitas serangan. Uji khi-kuadrat menunjukkan seluruh primer 

memiliki asosiasi signifikan dengan sifat resistansi sengon terhadap hama boktor (𝜒2hitung > 𝜒2tabel). 

Analisis Principal Component Analysis (PCA) menunjukkan adanya overlapping antara kelompok resistan 

dan rentan, meskipun beberapa aksesi memperlihatkan diferensiasi genetik yang jelas. Marka AAI_1 

menunjukkan asosiasi yang konsisten pada kedua elevasi yang dapat digunakan sebagai kandidat penanda 

molekuler untuk seleksi sengon tahan hama boktor. Aksesi RR22 dan RR25 dengan genotipe CC 

direkomendasikan sebagai pohon kandidat. 

Kata kunci: High Resolution Melting, SNPs, resistan, sengon, Xystrocera festiva 

ABSTRACT 

SISKA FITRIANI. Selection of Sengon (Falcataria falcata) Resistant to Boktor Pests 

Based on Elevation in Central Java Using Single Nucleotide Polymorphisms Markers. 

Supervised by NOOR FARIKHAH HANEDA, ADITYA NUGROHO. 

Sengon (Falcataria falcata) is a fast-growing plant with high ecological and economic value. 

However, its productivity and availability have begun to decline due to pest attacks, especially boktor 

larvae. This study aims to determine the effect of elevation differences on the intensity of boktor pest attacks 

on sengon plants in Central Java, analyzing the association between SNP markers and sengon DNA 

accessions that are resistant and susceptible to boktor pests. Samples were collected by the research team 

at BKPH Kebon, KPH Mantingan, Rembang Regency and the Community Forest of Noborejo Village, 

Salatiga City. A total of 100 samples were tested, with details of 25 pairs of susceptible and resistant plants 

in each location. Sample testing was carried out using primers AAI_1, AAI_2, TI_1, TI_2 with the High 

Resolution Melting (HRM) method. The results showed that the attack intensity at both locations was 

relatively similar, namely 38% in Rembang and 39.2% in Salatiga. The Mann-Whitney test results showed 

that elevation did not significantly affect the attack intensity. The chi-square test showed that all primers 

had significant associations with sengon resistance to boktor pests (χ^2 count > χ^2 table). Principal 

Component Analysis (PCA) analysis showed overlap between the resistant and susceptible groups, although 

some accessions showed clear genetic differentiation. The AAI_1 marker showed consistent associations 

at both elevations that can be used as a candidate molecular marker for sengon selection for boktor pest 

resistance. Accessions RR22 and RR25 with the CC genotype are recommended as candidate trees. 

Keywords: High Resolution Melting, SNPs, resistance, sengon, Xystrocera festiva 
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